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To the editor: In a recent publication entitle
“Surveillance of Crimean-Congo haemorrhagic fever in
Pakistan” published in “The Lancet Infectious Diseases”,
the authors claimed that before the Eid al-Adha, Crimean-
Congo Hemorrhagic Fever (CCHF)-livestock infected are
imported from Iran and Afghanistan to Baluchistan
province of Pakistan and then transferred to other areas of
the country [1]. They claimed that the high prevalence of
CCHF in Baluchistan province was merely due to the
imported livestock. In a commentary, Mallhi and colleagues
(2017) criticized the above mentioned claims by pointing to
other factors that are more probably responsible for the high
prevalence of CCHF in Baluchistan province of Pakistan
[2]. Importantly, they noted that animal husbandry was the
primary occupation of the majority of rural and nomadic
people living in Baluchistan. This fact besides people’s lack
of knowledge about tick-borne diseases, proper prevention
methods, unavailability of proper health-care facilities, low
quality of patient care and treatment, climate change, and
dry weather were highlighted as major contributing factors.
The authors also considered importation of infected
livestock, from Iran and Afghanistan, as a contributing
factor to the CCHF epidemics in Baluchistan.

There are many flaws in the claims of Karim and
colleagues (2017). There are many papers on the situation
of CCHF in Pakistan [3-6]. However, no previous report on
the importation of CCHF-infected livestock from Iran to
Pakistan is available. Molecular epidemiology studies
indicated that the CCHF viruses in Pakistan and
Afghanistan were genetically similar [5], and the source of
CCHF virus circulating in the Middle East was from
Pakistan [7]. Moreover, some significant methodological
flaws are evident in the study of Karim and colleagues
(2017); their small sample size comprised only 21 blood
samples from livestock that were allegedly from Iran and
Afghanistan, which were not reported separately for each
country. They have also neglected the infection rate in
native livestock in comparison to the imported livestock. It
is noteworthy that meat and livestock in Iran are more
expensive than in Pakistan and Afghanistan, and hence,
there is more chance of livestock influx from Afghanistan
and Pakistan towards Iran [8, 9]. This fact alone rejects the
central assumption in their study on the importation of
infected livestock from Iran to Pakistan. Finally, the paper
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does not mention the sensitivity and specificity of the
ELISA assay used in the study. Some serologic tests may
be non-specific to CCHF, which create the possibility of
cross-reaction to other naive viruses, like Hazara [10].

Moreover, studies on genetic diversity of CCHF in Iran
and Pakistan reveals more weakness in the conclusion of
Karim and colleagues (2017). Based on their claim, the
circulating genotypes in Iran should also occur in Pakistan
with a high degree of genetic similarity. However, out of
the six identified CCHF virus genotypes, only the
genotypes I, 1V, V, and VI have been detected in Iran [11,
12]. Geographically, genotypes I, V, and VI are found in
northern and western areas of Iran, while the circulating
strains in southeastern Iran, in the proximity of Pakistan,
belong to the genotype 1V, i.e., the Asian genotype [13, 14].
On the other hand, all the identified strains in Pakistan are
from the genotype IV, and there is no report on the other
prevalent Iranian genotypes, I, IV, and V from Pakistan.

Finally, the study reports the mortality rate of 41% in
Pakistan, compared to 15% in Iran [15]. This could be due
to lran’s better health care quality and stronger
infrastructures for identification and treatment of CCHF
cases, compared to Pakistan.

Although the existing evidence suggests dissemination
of the CCHF virus from Pakistan and Afghanistan to Iran,
we believe that further molecular epidemiological studies
are needed to shed light on this issue.
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