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Introduction: Hepatitis C virus (HCV) infection and type 2 Diabetes Mellitus 

(T2DM) are among the severe threats to health care systems worldwide. Here, 

we investigated the association of HCV genotypes and cirrhosis with T2DM 

among HCV-positive patients. Methods: This descriptive-analytical study was 

performed from Jan 2017 to Jan 2018 at Sina Clinical-Educational infectious 

diseases ward, the reference center of infectious diseases in northwest Iran. All 

serology HCV–positive patients attending this center were included in the study. 

Forty-eight patients were included, 19 of which had a positive history of 

diabetes. Blood samples from patients were used for complete blood count, liver 

function tests, fasting blood sugar, HbA1C, HCV antibodies, and HCV 

genotype. Then the characteristics among patients with and without T2DM were 

compared. A P-value of less than 0.05 was considered statistically significant. 

Results: No significant difference in demographic variables were observed 

between patients with and without T2DM. Of 48 patients with HCV infection, 

29 patients (39.58%) had T2DM.  The hepatitis C infection duration among 

diabetic and non-diabetic patients was 9.03 ± 0.76 years and 8.53 ± 1.01 years, 

respectively (P = 0.04). Of 8 patients with cirrhosis, six patients (75%) had 

diabetes. The relative risk for diabetic patients with HCV infection to develop 

cirrhosis was 4.57 (95% CI [1.02-20.36], P = 0.04). The most prevalent 

genotype was HCV type 1 among both diabetic and non-diabetic groups. No 

significant association was observed in logistic regression analysis between the 

HCV genotypes and T2DM (P = 1.000). Conclusion: In the current study, we 

showed that patients with HCV infection are at a higher risk of developing 

T2DM, and T2DM showed to be a risk factor for the developing cirrhosis among 

patients with HCV infection. 
 

INTRODUCTION 

Hepatitis C is a multifactorial disease with different 

clinical and paraclinical features [1]. Some of these 

clinical manifestations are mixed cryoglobulinemia, 

porphyria cutanea tarda (PCT), and 

membranoproliferative glomerulonephritis [2-5]. 

Recently published articles suggest that diabetes mellitus 

type 2 (T2DM) is among the predisposing factors for the 

hepatitis C virus (HCV) infection [6]. The relationship 

between T2DM and HCV infection is not clarified yet, 

and other accompanying conditions such as aging, 

obesity, and other medical conditions cast doubt on this 

relationship [7]. T2DM is a complex multisystem disease 

mainly defined by several pathophysiological features, 

including 1) a defect in insulin secretion, 2) increased 

hepatic glucose production, and 3) resistance to the 

action of insulin. The mechanism connecting these three 

features is still unknown [8]. 

Some studies have shown that HCV infection is a risk 

factor for T2DM [9-11]. The association between HCV 

infection and diabetes was first indicated in 1994 (5). 

Cirrhosis is a prevalent consequence of HCV infection, 

which also increases the risk of developing T2DM as 

well [12, 13]. Most studies investigating the relationship 

between T2DM and HCV infection are retrospective and 

cannot exclude confounding factors; for example, they 

lack adequate HCV genotype analysis. Besides, there is 
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no categorization of disease severity and cirrhosis in 

these studies, and there is an inadequate level of 

evidence to make confident conclusions. Knobler et al. 

(2000) showed that DM was more prevalent among 

biopsy-proven HCV-infected patients without cirrhosis 

and reported that T2DM was more prevalent in non-

cirrhotic HCV patients (33%) compared to patients with 

no liver disease (5.6%) [14]. 

Considering the significance of HCV infection and 

T2DM for the health care systems and their related costs, 

there is an increasing need to investigate the possible 

association between these two medical conditions. This 

study investigated the association between HCV 

subtypes and cirrhosis status among diabetic and non-

diabetic patients with HCV infection. 

 

MATERIALS AND METHODS 

Study design. This descriptive-analytical cross-

sectional study was performed from Jan. 2017 to Jan. 

2018 at Sina Clinical-Educational infectious diseases 

ward, the reference center for infectious diseases in 

northwest Iran. All patients with a positive HCV 

serology test and no previous history of T2DM were 

included in the survey, summing up to 48 included 

patients. The study was performed in compliance with 

the Helsinki declaration, and the Ethics Committee of 

Tabriz University of Medical Sciences approved the 

protocols (Code No. IR.TBZMED.REC.1396.729). The 

participants signed an informed written consent form that 

allowed us to use the current study data. 

Study Population. The study included 18 to 75 years 

old serology-positive HCV patients with or without 

cirrhosis. The patients with hepatic cancer under 

interferon regimen, chronic renal diseases, hepatitis B 

virus infection, or systemic inflammatory disorders such 

as collagen vascular diseases and pregnant women were 

excluded from the study. By the end of the study, 48 

patients were included, 19 of whom had a positive 

history of diabetes. 

Data collection. A checklist was used to gather 

patients' information, including the demographic data 

(age, gender, height, weight, body mass index (BMI) and 

medical history), HCV genotype, complete blood count 

(CBC), fasting blood sugar (FBS), hemoglobin A1C 

(HbA1C), liver function tests, lipid profile, serum 

albumin, coagulation profile, and creatinine. The 

cirrhosis in patients was identified by ultrasonographic 

and radiologic findings or hepatic biopsy report. 

Blood analysis. Five ML of blood was obtained from 

patients in heparinized Eppendorf tubes and sent to the 

Central Laboratory, Tabriz University of Medical 

Sciences. The blood analysis included CBC, FBS, 

HbA1C, aspartate aminotransferase (AST), alanine 

aminotransferase (ALT), direct bilirubin, serum albumin, 

low-density lipoprotein (LDL), high-density lipoprotein 

(HDL), triglyceride (TG), cholesterol (Chol), partial 

thromboplastin time (PTT), and creatinine (Cr). The 

same blood samples were used for the HCV serology test 

using ELISA and HCV genotyping using PCR. 

HCV detection and genotyping. The Anti-HCV 

antibody was detected by a third-generation HCV ELISA 

(ELISA HCV 3.0 system [Ortho-Clinical Diagnostics, 

Test System Enhanced Save]). The ELISA HCV 3.0 uses 

microwells coated with a combination of recombinant 

HCV-encoded antigens originating from four regions of 

the viral genome. Also, for HCV genotyping real-time 

PCR was used. The real-time PCR benefited from 

specific probes for the subtypes 1a and 1b (NS5B 

region), genotypes 1, 2, 3, 4, 5, and 6 (5 NC region), and 

a probe for all genotypes (HCV-All probe) [15, 16]. 

Statistical Analysis. Descriptive statistical methods 

were used for reporting the groups, and data were 

expressed as mean ± standard deviation (SD) or 

frequency and percentage (%). First of all, to compare 

the differences between diabetic and non-diabetic 

patients with HCV infection, the Chi-square test was 

used for dichotomous variables and an independent t-test 

for continuous variables. In case the data was not normal 

in distribution, the Mann-Whitney U test was used. 

Logistic regression analysis was performed to determine 

the association between the HCV genotypes and T2DM. 

Statistical analysis was performed using the Statistical 

Package for the Social Sciences (SPSS) software version 

16.0 (SPSS Inc., Chicago, IL). A P-value of less than 

0.05 was considered statistically significant. 

 

 RESULTS 

Our study included 48 HCV-positive patients. Of these 

patients, 19 patients (39.5%) had T2DM, and eight 

(16.6%) had cirrhosis. Table 1 shows the demographics 

of patients categorized based on T2DM status. The 

patients' age ranged from 24 to 61 years old. The mean 

BMI was 19.30 ± 1.31 for diabetic, and 21.67 ± 2.14 for 

non-diabetic patients. The mean HCV infection course 

was 8.91 ± 2.18 years; this period for diabetic and non-

diabetic patients was 9.03 ± 0.76 and 8.53 ± 1.01 years, 

respectively (P = 0.04). The relative risk for HCV-

infected patients to develop cirrhosis with T2DM was 

4.57 (95% CI :1.02-20.36, P = 0.04). 

Laboratory findings. Red blood cell count, white 

blood cell count, platelet count, fasting blood sugar, 

hemoglobin A1C, aspartate transferase, alanine 

transferase, serum albumin, low-density lipoprotein, 

high-density lipoprotein, triglyceride, direct bilirubin, 

partial prothrombin time, and creatinine levels were 

evaluated among the recruited patients. The difference in 

laboratory findings in most of the parameters was not 

statistically significant, except for FBS and HbA1C, 

Serum Albumin, and PTT (Table 2).  
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Table 1. Demographic characteristics of patients categorized based on diabetes type 2 status (N = 48). 

Variables Diabetic Non-diabetic P-value 

 N = 19 N = 29  

 Mean ± SD Mean ± SD  

Age (year) 48.2 ± 5.9 47.0 ± 6.1 0.507 

Weight (kg) 62.3 ± 8.3 62.6 ± 9.1 0.887 

Height (cm) 169.3 ± 8.3 167.6 ± 9.1 0.534 

 n (%) n (%)  

Gender    

Male 11 (22.9) 7 (14.6) 
0.039 

Female 8 (16.6) 22 (45.9) 

Smoking 5 (26.3) 13 (44.8) 0.321 

Alcohol 

consumption 
8 (14.8) 5 (9.2) 0.095 

Cirrhosis 6 (31.5) 2 (6.8) 0.044 

SD, standard deviation; BMI, body mass index 

Table 2. Laboratory findings among included patients with HCV infection (N = 48). 

Variables Diabetic (n = 19) Non-diabetic (n = 29) P-value 

RBC (×106/µl) 4.8 ± 0.9 4.7 ± 0.1 0.602 

WBC (×103/µl) 9.5 ± 1.6 9.2 ± 0.1 0.358 

Platelet (×103/µl) 130.7 ± 19.1 127.4 ± 22.9 0.598 
FBS (mg/dl) 125.2 ± 20.3 84.9 ± 15.3 < 0.001 

HbA1C (percent) 7.3 ± 1.8 6.3 ± 0.3 < 0.001 

AST (U/L) 76.8 ± 11.9 72.5 ± 11.6 0.221 
ALT (U/L) 84.2 ± 13.3 83.4 ± 13.1 0.826 

Serum Albumin (gr/L) 1.1 ± 0.3 1.4 ± 0.5 0.019 

LDL (mg/dl) 197.6 ± 42.1 197.0 ± 32.7 0.959 
HDL (mg/dl) 30.8 ± 9.9 32.0 ± 4.6 0.567 

TG (mg/dl) 212.1 ± 15.2 216.7 ± 13.7 0.283 

Direct bilirubin (mg/dl) 1.02 ± 2.1 0.9 ± 0.08 0.786 
PTT (seconds) 14.2 ± 2.1 16.5 ± 1.6 < 0.001 

Creatinine (mg/dl) 1.2 ± 0.2 1. ± 0.7 0.555 

ALT, alanine transferase; AST,  aspartate transferase, FBS; fasting blood sugar; HDL, high-density lipoprotein; LDL, low-

density lipoprotein; PTT, partial prothrombin time; RBC, red blood cells; TG, triglyceride; WBC, white blood cells. 

 
HCV Genotypes. Based on the PCR findings, 23 

HCV patients (47.9%) had infections with genotype 1, 

14 (29.2%) with genotype 2, 10 (20.8%) with genotype 

3, and one (2.1%) with genotype 4. Table 3 shows the 

frequency of different HCV genotypes categorized based 

on T2DM. HCV type 1 was the most prevalent genotype 

among both diabetic and non-diabetic groups. Logistic 

regression analysis revealed no significant association 

between the HCV genotypes and the development of 

T2DM (P-value = 1.000). 

 

DISCUSSION 

The current study indicated that a high percentage of 

patients with HCV infection might develop T2DM. Also, 

patients with HCV infection and T2DM are more prone 

to develop cirrhosis than those only with HCV infection. 

Meanwhile, demographic features, laboratory findings, 

and HCV genotypes were not significantly different 

between HCV-positive patients with and without T2DM. 

Patients with a more extended HCV period of infection 

were more prone to developing T2DM. Both T2DM and 

HCV infection are health issues imposing a heavy 

financial burden on health care systems worldwide. 

Furthermore, since the first detection of HCV, an 

association of this infection with T2DM has given rise to 

the underlying mechanism linking these health 

conditions [17]. Most of the studies investigating the 

relationship between T2DM and HCV infection have 

found an increased T2DM frequency among those with 

HCV infection [18-20]. In contrast, some studies have 

ruled out the association between T2DM and HCV 

infection [21]. Accordingly, many studies have 

investigated the link between these two medical 

conditions. However, due to the diversity in their 

conclusions, it is not possible to come up with a robust 

and confident conclusion. 
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Table 3. Categorizing Hepatitis C virus genotyping based on diabetes status (N = 48). 

 Diabetic Non-diabetic 

HCV Genotype n (%) n (%) 

Type 1 10 (52.6) 13 (44.8) 

Type 2 6 (31.5) 8 (27.6) 

Type 3 2 (10.5) 8 (27.6) 

Type 4 1 (5.4) 0 

Total 19 29 

 

Lin et al. (2000) investigated the possible relationship 

between T2DM and HCV infection and concluded that 

patients with HCV infection are at a higher risk of 

developing T2DM (17). The mean prevalence of T2DM 

in different populations is around 6.4% [22], but in the 

current study, the prevalence of T2DM among HCV 

patients was 39.58%, although the HCV patients' 

population was too small to reach a definite conclusion. 

The relationship between T2DM and cirrhosis was 

significant in our study (P-value = 0.04), which agrees 

with previous studies. In a study by Antonelli et al. 

(2005) on the association between HCV infection and 

DM1 and T2DM, the patients with HCV infection and 

T2DM were at a higher risk of developing cirrhosis and 

hepatocellular carcinoma [23], which is in agreement 

with our findings. Interestingly, HCV treatment 

protocols have exhibited a positive effect on diminishing 

T2DM features [24]. Another study conducted in 

southern Iran reported a high prevalence of HCV 

infection among diabetic patients, supporting the current 

study's findings [25]. 

In similar studies in the United States and Egypt, no 

association between T2DM and HCV infection was 

found [26, 27]. This finding contrasts our results that 

showed no statistically significant relationship between 

liver function tests in individuals with and without 

T2DM. 

In the current study, T2DM proved to be a risk factor 

associated with cirrhosis in HCV patients; T2DM as a 

risk factor for cirrhosis in other health conditions such as 

metabolic syndrome, cryptogenic cirrhosis, and non-

alcoholic steatohepatitis was already proven [28-32]. The 

primary pathophysiologic process proposed to intervene 

in this relationship between T2DM and cirrhosis is that 

T2DM accelerates hepatocyte destruction, leading to 

increased liver function tests [33]. However, the liver 

function tests in the current study between groups with 

and without T2DM were not statistically different. 

There was a significant association among the genders 

in this study (P-value = 0.039), which suggests that the 

chance of being diabetic is more among the males, which 

was also evident in previous studies [34]. A statistically 

significant difference was observed in the current study 

between the laboratory levels of fasting blood sugar, 

hemoglobin A1C, serum albumin, and partial 

prothrombin time in the two groups. These differences 

can be explained through the impact of HCV, which, as a 

liver infection, impairs the protein synthesis function in 

the liver and results in changes in the levels of albumin 

and coagulation proteins [35]. Also, higher fasting blood 

sugar and hemoglobin A1C, as the primary laboratory 

representatives of diabetes, are explainable in the 

diabetic group [36]. 

 In a study by Mason et al. (1999) on the association of 

different HCV genotypes with T2DM, HCV infection 

not only aggravated other disorders and T2DM as well. 

Among all HCV genotypes, genotype 2 was of a higher 

possibility to result in T2DM development [37]. Our 

study showed a significant association between T2DM 

and HCV infection; however, no significant association 

was seen between the HCV genotypes and diabetes, 

which could be due to the low sample size. 

A chief limitation in the current study was the low 

number of HCV patients, which did not allow us to make 

a more confident conclusion. Another factor that might 

cast doubt on our conclusion was how cirrhosis was 

defined because cirrhosis was reported based on the 

previous radiographic findings or biopsy findings. A 

precise description of tissue features could have enriched 

the current study by further investigating this pathologic 

feature. 

We demonstrated that patients with HCV infection are 

at a higher risk of developing T2DM. We also showed 

that an extended infection period increased the 

probability of T2DM development. The T2DM proved to 

be a risk factor for cirrhosis development among patients 

with HCV infection. Further studies with bigger sample 

sizes and considering other possible confounding factors 

will increase our insight into the probable underlying 

link between T2DM and HCV infection. 

 

ACKNOWLEDGEMENTS 

We would like to appreciate the contribution of Reza 

Piri, M.D., in drafting the manuscript. This article was 

extracted from the M.D. thesis project registered at 

 [
 D

O
I:

 1
0.

29
25

2/
Jo

M
M

ID
.8

.4
.1

37
 ]

 
 [

 D
ow

nl
oa

de
d 

fr
om

 jo
m

m
id

.p
as

te
ur

.a
c.

ir
 o

n 
20

25
-1

0-
20

 ]
 

                               4 / 6

http://dx.doi.org/10.29252/JoMMID.8.4.137
http://jommid.pasteur.ac.ir/article-1-249-en.html


Association of HCV infection and T2DM 

J Med Microbiol Infect Dis 141 2020 Vol. 8 No. 4 

Tabriz University of Medical Sciences, Tabriz, Iran 

(IR.TBZMED.REC.1396.729). 

 

REFERENCES  

1.  Shepard CW, Finelli L, Alter MJ. Global epidemiology of 

hepatitis C virus infection. Lancet Infect Dis. 2005; 5 (9): 

558-67. 

2.  Zignego AL, Ferri C, Giannelli F, Giannini C, Caini P, 

Monti M, Marrocchi ME, Di Pietro E, La Villa G, Laffi G. 

Prevalence of bcl-2 rearrangement in patients with hepatitis C 

virus–related mixed cryoglobulinemia with or without B-cell 

lymphomas. Ann Intern Med. 2002; 137 (7): 571-80. 

3.  Roccatello D, Fornasieri A, Giachino O, Rossi D, Beltrame 

A, Banfi G, Confalonieri R, Tarantino A, Pasquali S, Amoroso 

A. Multicenter study on hepatitis C virus–related 

cryoglobulinemic glomerulonephritis. Am J Kidney Dis. 2007; 

49 (1): 69-82. 

4.  Raslan H, Ezzat W, Abdel Hamid M, Emam H, Amre K. 

Skin manifestations of chronic hepatitis C virus infection in 

Cairo, Egypt. East Mediterr Health J. 2009; 15 (3): 692-700. 

5.  Özyilkan E, Erbas T, Simsek H, Telatar F, Kayhan B, 

Telatar H. Increased prevalence of hepatitis C virus antibodies 

in patients with diabetes mellitus. J Intern Med. 1994; 235 (3): 

283-4. 

6.  Shintani Y, Fujie H, Miyoshi H, Tsutsumi T, Tsukamoto K, 

Kimura S, Moriya K, Koike K. Hepatitis C virus infection and 

diabetes: direct involvement of the virus in the development of 

insulin resistance. Gastroenterology. 2004; 126 (3): 840-8. 

7.  Lecube A, Hernández C, Genescà J, Esteban JI, Jardí R, 

Simó R. High prevalence of glucose abnormalities in patients 

with hepatitis C virus infection: a multivariate analysis 

considering the liver injury. Diabetes Care. 2004; 27 (5): 1171-

5. 

8.  Beilby J. Definition of metabolic syndrome: report of the 

National Heart, Lung, and Blood Institute/American Heart 

Association conference on scientific issues related to 

definition. Clin Biochem Rev. 2004; 25 (3): 195. 

9.  Negro F, Alaei M. Hepatitis C virus and type 2 diabetes. 

World J Gastroenterol. 2009; 15 (13): 1537. 

10.  Giordanino C, Bugianesi E, Smedile A, Ciancio A, Abate 

ML, Olivero A, Pellicano R, Cassader M, Gambino R, Bo S. 

Incidence of type 2 diabetes mellitus and glucose abnormalities 

in patients with chronic hepatitis C infection by response to 

treatment: results of a cohort study. Am J Gastroenterol. 2008; 

103 (10): 2481. 

11.  Harris EH. Elevated liver function tests in type 2 diabetes. 

Clin Diabetes. 2005; 23 (3): 115-9. 

12.  Arase Y, Kobayashi M, Suzuki F, Suzuki Y, Kawamura Y, 

Akuta N, Kobayashi M, Sezaki H, Saito S, Hosaka T. Effect of 

type 2 diabetes on risk for malignancies includes hepatocellular 

carcinoma in chronic hepatitis C. Hepatology. 2013; 57 (3): 

964-73. 

13.  Huang J-F, Dai C-Y, Hwang S-J, Ho C-K, Hsiao P-J, 

Hsieh M-Y, Lee L-P, Lin Z-Y, Chen S-C, Hsieh M-Y. 

Hepatitis C viremia increases the association with type 2 

diabetes mellitus in a hepatitis B and C endemic area: an 

epidemiological link with virological implication. Am J 

Gastroenterol. 2007; 102 (6): 1237. 

14. Knobler H, Schihmanter R, Zifroni A, Fenakel G, Schattner 

A. Increased risk of type 2 diabetes in noncirrhotic patients 

with chronic hepatitis C virus infection. In proceedings: Mayo 

Clin Proc. 2000; 355-9. 

15. González V, Gomes-Fernandes M, Bascuñana E, 

Casanovas S, Saludes V, Jordana-Lluch E, Matas L, Ausina V, 

Martró E. Accuracy of a commercially available assay for 

HCV genotyping and subtyping in the clinical practice. J Clin 

Virol. 2013; 58 (3): 593-7. 16.  Nakatani SM, Santos CA, 

Riediger IN, Krieger MA, Duarte CA, Lacerda MA, Biondo 

AW, Carilho FJ, Ono-Nita SK. Development of hepatitis C 

virus genotyping by real-time PCR based on the NS5B region. 

PLoS One. 2010; 5 (4): e10150. 

17.  Lin YJ, Shaw TWG, Yang HI, Lu SN, Jen CL, Wang LY, 

Wong KH, Chan SY, Yuan Y, L'Italien G. Chronic hepatitis C 

virus infection and the risk for diabetes: a community‐based 

prospective study. Liver Int. 2017; 37 (2): 179-86. 

18.  Mehta SH, Brancati FL, Sulkowski MS, Strathdee SA, 

Szklo M, Thomas DL. Prevalence of type 2 diabetes mellitus 

among persons with hepatitis C virus infection in the United 

States. Ann Intern Med. 2000; 133 (8): 592-9. 

19.  Mehta SH, Brancati FL, Strathdee SA, Pankow JS, Netski 

D, Coresh J, Szklo M, Thomas DL. Hepatitis C virus infection 

and incident type 2 diabetes. Hepatology. 2003; 38 (1): 50-6. 

20.  Wang C-S, Wang S-T, Yao W-J, Chang T-T, Chou P. 

Hepatitis C virus infection and the development of type 2 

diabetes in a community-based longitudinal study. Am J 

Epidemiol. 2007; 166 (2): 196-203. 

21.  Montenegro L, De Michina A, Misciagna G, Guerra V, Di 

Leo A. Virus C hepatitis and type 2 diabetes: a cohort study in 

southern Italy. Am J Gastroenterol. 2013; 108 (7): 1108. 

22.  Goran MI, Ulijaszek SJ, Ventura EE. High fructose corn 

syrup and diabetes prevalence: a global perspective. Glob 

Public Health. 2013; 8 (1): 55-64. 

23.  Antonelli A, Ferri C, Fallahi P, Pampana A, Ferrari SM, 

Goglia F, Ferrannini E. Hepatitis C virus infection: evidence 

for an association with type 2 diabetes. Diabetes Care. 2005; 28 

(10): 2548-50. 

24.  Hsu YC, Lin JT, Ho HJ, Kao YH, Huang YT, Hsiao NW, 

Wu MS, Liu YY, Wu CY. Antiviral treatment for hepatitis C 

virus infection is associated with improved renal and 

cardiovascular outcomes in diabetic patients. Hepatology. 

2014; 59 (4): 1293-302. 

25.  Farshadpour F, Taherkhani R, Ravanbod MR, Eghbali SS. 

Prevalence and genotype distribution of hepatitis C virus 

infection among patients with type 2 diabetes mellitus. Med 

Princ Pract. 2018; 27 (4): 308-16. 

 26.  Ruhl CE, Menke A, Cowie CC, Everhart JE. Relationship 

of hepatitis C virus infection with diabetes in the US 

population. Hepatology. 2014; 60 (4): 1139-49. 

27.  Cuadros DF, Miller FD, Nagelkerke N, Abu-Raddad LJ. 

Association between HCV infection and diabetes type 2 in 

Egypt: is it time to split up? Ann Epidemiol. 2015; 25 (12): 

918-23. 

28.  Tellez-Avila FI, Sanchez-Avila F, García-Saenz-de-Sicilia 

M, Chavez-Tapia NC, Franco-Guzman AM, Lopez-Arce G, 

 [
 D

O
I:

 1
0.

29
25

2/
Jo

M
M

ID
.8

.4
.1

37
 ]

 
 [

 D
ow

nl
oa

de
d 

fr
om

 jo
m

m
id

.p
as

te
ur

.a
c.

ir
 o

n 
20

25
-1

0-
20

 ]
 

                               5 / 6

http://dx.doi.org/10.29252/JoMMID.8.4.137
http://jommid.pasteur.ac.ir/article-1-249-en.html


Saleh et al.  

J Med Microbiol Infect Dis 142 2020 Vol. 8 No. 4 

Cerda-Contreras E, Uribe M. Prevalence of metabolic 

syndrome, obesity and diabetes type 2 in cryptogenic cirrhosis. 

World J Gastroenterol. 2008; 14 (30): 4771. 

29.  Gupte P, Amarapurkar D, Agal S, Baijal R, Kulshrestha P, 

Pramanik S, Patel N, Madan A, Amarapurkar A. Non‐alcoholic 

steatohepatitis in type 2 diabetes mellitus. J Gastroenterol 

Hepatol. 2004; 19 (8): 854-8. 

30.  Chalasani N, Younossi Z, Lavine JE, Diehl AM, Brunt 

EM, Cusi K, Charlton M, Sanyal AJ. The diagnosis and 

management of non‐alcoholic fatty liver disease: Practice 

Guideline by the American Association for the Study of Liver 

Diseases, American College of Gastroenterology, and the 

American Gastroenterological Association. Hepatology. 2012; 

55 (6): 2005-23. 

31.  Garcia-Compean D, Jaquez-Quintana JO, Gonzalez-

Gonzalez JA, Maldonado-Garza H. Liver cirrhosis and 

diabetes: risk factors, pathophysiology, clinical implications 

and management. World J Gastroenterol. 2009; 15 (3): 280. 

32.  Lee WG, Wells CI, McCall JL, Murphy R, Plank LD. 

Prevalence of diabetes in liver cirrhosis: A systematic review 

and meta‐analysis. Diabetes Metab Res Rev. 2019; 35 (6): 

e3157. 

33.  Stumvoll M, Goldstein BJ, van Haeften TW. Type 2 

diabetes: principles of pathogenesis and therapy. Lancet. 2005; 

365 (9467): 1333-46. 

34.  Wändell PE, Carlsson AC. Gender differences and time 

trends in incidence and prevalence of type 2 diabetes in 

Sweden—a model explaining the diabetes epidemic worldwide 

today? Diabetes Res Clin Pract. 2014; 106 (3): e90-e2. 

35.  Fujita K, Oura K, Yoneyama H, Shi T, Takuma K, 

Nakahara M, Tadokoro T, Nomura T, Morishita A, Tsutsui K. 

Albumin–bilirubin score indicates liver fibrosis staging and 

prognosis in patients with chronic hepatitis C. Hepatol Res. 

2019; 49 (7): 731-42. 

36.  Kadla SA, Shah NA, Pathania R, Khan BA, Mir SA, Shah 

AI, Sheikh SA. prevalence of diabetes mellitus in newly 

detected patients with hepatitis C. J Diabetol. 2020; 11 (2): 

101. 

37.  Mason AL, Lau JY, Hoang N, Qian K, Alexander GJ, Xu 

L, Guo L, Jacob S, Regenstein FG, Zimmerman R. Association 

of diabetes mellitus and chronic hepatitis C virus infection. 

Hepatology. 1999; 29 (2): 328-33. 

 
Cite this article: 

Saleh P, Sheikholeslami A, Salman Mohajer A, Babapour S, Hosseini MS. Association between Different Hepatitis 

C Virus Genotypes Infection and Type-2 Diabetes Mellitus: A Descriptive-Analytical Study from the Northwest of 

Iran. J Med Microbiol Infect Dis, 2020; 8 (4): 137-142. DOI: 10.29252/JoMMID.8.4.137 

 

 [
 D

O
I:

 1
0.

29
25

2/
Jo

M
M

ID
.8

.4
.1

37
 ]

 
 [

 D
ow

nl
oa

de
d 

fr
om

 jo
m

m
id

.p
as

te
ur

.a
c.

ir
 o

n 
20

25
-1

0-
20

 ]
 

Powered by TCPDF (www.tcpdf.org)

                               6 / 6

http://dx.doi.org/10.29252/JoMMID.8.4.137
http://jommid.pasteur.ac.ir/article-1-249-en.html
http://www.tcpdf.org

