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Introduction: A new pathological form of HCV named as occult HCV infection (OCI) 

has been recently characterized by the presence of HCV RNA in liver biopsy and/or 

peripheral blood mononuclear cell specimens (PBMCs) and the absence of detectable 

circulating HCV RNA in plasma samples. In this study, we investigated the presence 

of HCV RNA in PBMCs and plasma samples of 100 hemophilia patients with negative 

serum HCV RNA. Methods: One hundred hemophilia participants receiving IFN-free 

direct-acting antivirals (DAAs) regimens as a treatment of HCV infection participated 

in this study. PBMCs were separated with Ficoll before RNA extraction. The HCV 

genotypes of the positive specimens were also analyzed by RT-PCR assay. Finally, data 

analysis was performed by SPSS software. Results: Our data revealed that out of 100 

hemophilia patients, three (3%, 95% CI: 0.006-0.085) were positive for OCI, showing 

a significant association between OCI and genotype3/drug regimens (p = 0.0203). There 

was no significant increase at ALT and AST levels in patients with OCI. Moreover, a 

genotype difference was observed between plasma and PBMCs samples of 1% (1/100) 

of patients. Conclusion: Generally, HCV genotyping in PBMCs along with plasma 

subtyping before beginning the therapy is vital due to the possibility of OCI detection. 
 

 

INTRODUCTION 

Hemophilia is a hereditary blood disorder caused by 

missing or defective coagulating factors VIII and IX with a 

continual need for injectable blood derivatives associated 

with an increased incidence of blood-borne disease 

transmission [1-4]. Hepatitis C virus (HCV) from the 

Flaviviridae family is one of the risk factors in hemophilia 

patients requiring blood transfusion [5, 6]. Inhibiting the key 

viral replication targets such as NS3-4A protease, NS5A 

protein, and NS5B polymerase has led to a new HCV 

treatment strategy entitled as direct-acting antivirals (DAAs) 

[7, 8]. The primary goal of treatment is to eradicate HCV 

virus from the serum and to achieve a sustained virological 

response (SVR) defined as a viremia 12-24 weeks after 

completion of antiviral therapy for HCV infection [9, 10]. 

The introduction of the pan-genotypic direct-acting antiviral 

drugs known as IFN-free treatment was a revolution in HCV 

treatment since 2013. In contrast to previous regimens such 

as injectable interferon, DAAs are once-daily, all-oral, more 

effective, and less toxic [11, 12]. There are four classes of 

DAAs such as NS3/NS4A serine protease inhibitors, NS5A 

inhibitors, NS5B polymerase inhibitors (both non-

nucleoside agents and nucleoside/nucleotide analogs), and 

cyclophilin inhibitors [13]. The recent studies showed that 

HCV is the only human tumor virus that can be completely 

eradicated from infected cells by novel interferon-free DAAs 

regimens having achieved the SVR of over 90% [14]. HCV 

mainly replicates in hepatocytes, but it can reproduce in 

peripheral blood mononuclear cells (PBMCs), as well [15]. 

A new pathological form of HCV infection was reported by 

Pham et al. [16] for the first time described as occult HCV 

infection (OCI). Occult HCV infection is characterized by 

the presence of HCV RNA in liver biopsy and/or PBMCs 

specimens, and the absence of detectable circulating HCV 

RNA in plasma samples [17, 18]. Also, the activation of OCI 

may be the origin of late relapse [19]. Although the detection 

of HCV RNA in liver cells was considered as the gold 

standard, Castillo et al. (2010) suggested that testing for 

HCV RNA in PBMCs allows the  diagnosis of  occult  HCV  

infection without the need for performing liver biopsy [20].  
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OCI was reported among various groups. For instance, 

the incidence of OCI was determined about 10.1% [21] and 

57% [16] in cryptogenic liver diseases, 10.1% [22] and 18.2% 

[23] in hemodialysis patients, 1.9% [2] and 20% [24] in 

lymphoproliferative disorders, 0.25% [25] in kidney 

transplant patients, 8.9% [26] in liver transplant with 

cryptogenic cirrhosis, 39.0% [27] in glomerular 

nephropathies, 28.0% [28] in HBV-infected patients, 10.2% 

[29] in HIV-infected patients, and 3.3% [30] in general 

population.  

Despite the significant progress achieved in HCV 

treatment, chronic HCV infection is still a major health 

problem in high-risk groups such as hemophilia patients. In 

the era of DAAs therapy for HCV infection, more than 90% 

of treatment was successful, and patients achieved a 

sustained virological response (SVR). In this study, we 

aimed to investigate the prevalence of occult hepatitis C in 

Iranian hemophilia patients treated with DAAs regimens by 

detection of viral RNA in their peripheral blood 

mononuclear cells to monitor treatment and to evaluate the 

need for this test for the assessment of a real cure in the 

patients.  

 

MATERIAL AND METHODS 

Patient selection. This descriptive cross-sectional study 

was conducted from a cohort of 100 hemophilia participants 

receiving IFN-free direct-acting antivirals (DAAs) regimens 

as a treatment of HCV infection from Iranian 

Comprehensive Hemophilia Care Center (ICHCC), Tehran, 

Iran. All the participants treated with DAAs achieved SVR 

(undetected serum HCV RNA 12 weeks after the end of 

treatment). One hundred men were included in this research. 

Before treatment, all patients were subjected to full history-

taking and clinical examination. 

Ethics approval. The Ethics Committee of ICHCC 

approved the protocol of the study (code: 135). We 

conducted all procedures according to the ethical principles 

of the Declaration of Helsinki, as revised in 2013. Written 

informed consent was received from all participants before 

inclusion in the study.  

Serological tests using ELISA. Five ml of whole blood 

were collected from each participant into plain tubes. The 

plasma samples were analyzed for the presence of HBsAg, 

HIV, and HCV antibodies according to the manufacturer's 

instructions using enzyme-linked immunoassay (ELISA) 

kits (Dia. Pro, Diagnostic BioProbes Srl. Milano, Italy) in 

single wells. There was no evidence for cross-reactivity 

between the tests.  

Preparation of PBMCs and plasma samples. Five ml 

of the peripheral blood sample was collected from each 

individual for PBMCs and plasma preparation into the tube 

containing ethylene diamine tetra-acetic acid (EDTA) as an 

anticoagulant. The plasma and PBMCs samples were 

separated using the standard method of Ficoll Hypaque 

density gradient centrifugation (LympholyteHTM; 

Cedarlane and Hornby; Canada) [31] including phosphate-

buffered saline (PBS) washing steps prior to 

cryopreservation in 10% dimethyl sulphoxide (DMSO, 

Sigma, Germany). The cells were washed three times with 

PBS to remove any contamination in the plasma and then 

kept at -80°C for future work. 

RNA extraction from PBMCs and plasma samples. 

Total viral RNA was extracted from PBMCs and plasma 

samples using blood and biological fluids isolation kit 

(NucleoSpin® blood kit, MN, Germany) following the 

manufacturer's instructions. The resulting RNA pellets were 

dissolved in RNase-free water. 

Molecular assay using the one-step RT-PCR method. 

One-step RT-PCR was performed using quantification of the 

5' non-coding region (5' UTR) of the genomic HCV RNA 

designed by NCBI-Primer BLAST database as described in 

table 1. 

The validity of sequences was investigated by 

SnapGene® 3.2.1 software. One-step RT-PCR amplifications 

were performed using 10 μl of RNA as a template in a total 

amount of 20 µl PCR Master Mix (Favorgen, Taiwan), and 

10 pMol of each primer in the presence of additional standard 

PCR reagents provided by the supplier. The RT-PCR was 

performed at 55˚C for 40 min, and amplified as follows: 

Initial denaturation step for 2 min at 94˚C followed by 45 

cycles of 94˚C for 30 s, primer annealing at 57˚C for 20 s, 

and extension at 72˚C for 30 s, final extension was performed 

at 72˚C for 1 min. A negative control (no RNA) was included 

in each PCR to assure the specificity of the results. 

HCV genotyping. The HCV positive samples before and 

after DAAs treatment were selected for HCV genotyping 

according to the type-specific PCR method described by 

others [32]. At the first step, the HCV RNA genomes were 

reverse transcribed by Omniscript RT Kit (Qiagen, 

Germany). Then, two rounds of type-specific PCR were 

performed on cDNA samples. Ten microliters of the second-

round PCR products were loaded on 2% agarose gel 

electrophoresis. HCV genotypes were determined by 

visualizing the HCV genotype-specific PCR band in agarose 

gel [32].  

Statistical analysis. We performed all statistics by using 

SPSS 22.0 (SPSS Inc, Chicago, IL, USA). The qualitative 

variable was presented as a percentage. Statistical 

significance for comparison between groups was analyzed 

by the student's t-test, and differences in categorical variables 

were analyzed by Fisher's exact test. The 95% confidence 

interval was calculated based on the binomial distribution for 

occult HCV infection. Epidemiological and clinical data of 

the patients, including age, gender, levels of AST, ALT, and 

previous history of blood transfusion, were collected. The p-

value below 0.05 was regarded as statistically significant.  

 

Table 1. One-step PCR oligonucleotide primers to detect HCV 

Primer Name Sequence (5´ to 3´) Product size (bp) HCV genomic regions 

HCV-Forward GAAAGCGTCTAGCCATGGCGTTAGT 
250 5ʹUTR 

HCV-Reverse CTCGCAAGCACCCTATCAGG 
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RESULTS 

Patients' characteristics. This study involved 100 

patients with the mean age (±SD) of 37 (±10.50), ranged 23 

to 64, treated with DAAs achieved SVR (undetected serum 

HCV RNA 12 weeks after the end of treatment). The full 

history of patients and clinical examination are summarized 

in table 2. Then, plasma samples were analyzed for the 

presence of HBsAg, HIV, and HCV antibodies using 

commercially available ELISA kits. All patients included in 

this study were negative for HBsAg, HIV and positive for 

HCV antibody.  

Molecular studies. The blood samples were collected 

before and 12 weeks after receiving DAAs to compare the 

results with the following regimens: daclatasvir/sofosbuvir ± 

ribavirin (DCV/SOF ± RBV) in 28 patients and 

ledipasvir/sofosbuvir ± ribavirin (LDV/SOF ± RBV) in 72 

patients. HCV RNAs were extracted from PBMCs samples 

and analyzed by RT-PCR. Three out of 100 patients (3%, 95% 

CI: 0.006-0.085) who achieved SVR were positive for HCV 

RNA in PBMCs, consequently, positive for OCI. The liver 

enzymes of OCI patients were measured by using a 

commercial kit (Sigma, Germany). The mean levels of AST 

and ALT were 30.94 and 28.77 IU/L, respectively indicating 

normal activity of AST and ALT among patients with OCI. 

All three OCI patients had the HCV genotype 3a before their 

treatment. They had a history of blood transfusion, plasma 

injection, and drug regimen of DCV/SOF + RBV. The 

statistical analysis showed a significant association between 

OCI and genotype3/drug regimens (p-value=0.0203); 

however, there was no significant relationship between OCI 

and history of blood transfusion/plasma injection or even 

severity of hemophilia (Table 3). 

In addition, one of the patients had different HCV 

genotypes in the plasma sample before the treatment (3a) and 

PBMCs after the treatment (1a). The detailed information on 

the patients with OCI is shown in Table 4.

 

Table 2. Demographic parameters and laboratory tests of the patients 

 

Table 3. Distribution of Occult HCV infection among Iranian hemophilia patients treated by direct-acting agents 

 OCI positive (n) OCI negative (n)  p-value CI (95%) 

HCV Genotype 
3a 3 25 

0.0203 0.424, 2.334 
1a 0 72 

Drug regimen 
Daclatasvir/sofosbuvir ± ribavirin 3 25 

0.0203 0.424, 2.334 
Ledipasvir/sofosbuvir ± ribavirin 0 72 

Severity of hemophilia 
Severe 3 78 

>0.999 0.201, 4.971 
Mild and moderate 0 19 

History of blood transfusion 
Yes 3 82 

>0.999 0.150, 6.669 
No 0 15 

History of plasma injection 
Yes 3 65 

0.5492 0.409, 2.441 
No 0 32 

 
Table 4. Characteristics of patients with occult HCV infection 

Patient 

ID 

Age 

(Year) 

ALT Level  

IU/L 

AST Level 

IU/L 

History of 

blood 

transfusion 

History of 

Plasma 

injection 

Severity of 

hemophilia 

HCV Genotype DAAs regimes 

BT* AT** BT AT BT AT 

H74 52 87 22.3 92 18 Yes Yes Severe 3a 3a DCV/SOF + RBV 

H58 60 117 24 89 21 Yes Yes Severe 3a 3a DCV/SOF + RBV 

H29 52 65 25 55 20 Yes Yes Severe 3a 1a DCV/SOF + RBV 

*BT: Before treatment 

**AT: After treatment 

DCV: Daclatasvir, SOF: Sofosbuvir, RBV: Ribavirin

Category  Data 

No. of patients 100 

Age, year (mean ± SD) 37±10.50 

Sex Male 

Severity of hemophilia 
Severe 81 

Mild and moderate 19 

History of Blood Transfusion 
   Yes 85 

   No 15 

History of Plasma injection 
   Yes 68 

   No 32 

Liver-enzyme levels, mean ± SD, IU/L: 

Aspartate aminotransferase (AST) 30.94±19.91 

Alanine aminotransferase (ALT) 28.77±22.45 

Total bilirubin, mg/dL 1.53±1.08 

Direct bilirubin, mg/dL 0.32±0.17 

Infections 

HIV Negative 

HBV (HBsAg) Negative 
HCV Antibody Positive 
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DISCUSSION 

The first occult HCV infection was reported in HCV-

positive patients with rapid spontaneous clearance of the 

virus, as well as in patients with an SVR due to interferon-

based treatment with or without liver enzyme test [33, 34]. 

OCI is linked with liver fibrosis and progression of liver 

disease [35]. Therefore, it is required to investigate the 

occurrence of OCI in patients to avoid further complications. 

In the era of DAAs therapy for HCV infection, more than 90% 

of treatment was successful, and patients achieved SVR. 

However, a varied number of treated patients have 

experienced a late relapse. Thus, it was suggested that OCI 

is associated with a higher risk of late relapse [35]. Since the 

activation of OCI may be the origin of late relapse, herein, 

the presence of HCV RNA was studied in PBMCs and 

plasma samples of 100 hemophilia patients with negative 

serum HCV RNA.   

Despite the great progress achieved in HCV treatment, 

chronic HCV infection is still a major health problem in 

high-risk groups such as hemophilia patients. Consuming 

blood-derived components in hemophilia patients can be a 

source of transfusion-transmitted infections, including HCV 

infection, resulting in liver failure in these patients [36]. In 

chronic HCV patients achieving SVR, HCV RNA could be 

detected in PBMCs [15, 16]. Thus, to determine the 

occurrence of OCI after treatment with DAAs regimens in 

Iranian hemophilia patients, we investigated the HCV RNA 

in their PBMCs samples. In various studies, the OCI 

prevalence was variable. For example, in Egypt, the 

prevalence of OCI among hemodialysis patients was 3.7%  

[37], while in Iran, 3.03% of PBMCs samples from similar 

patients were OCI positive [38]. To the best of our 

knowledge, this research is the first study about the presence 

of OCI in hemophilia patients treated with direct-acting 

antiviral regimens in Iran. 

The seronegative OCI was documented with the 

implication of different HCV genotypes [39]. HCV 

genotypes including 1a, 2a, 3a, 3b and 4a were reported for 

OCI [21, 40]. Although HCV transmission by blood 

donation in developed countries is rare, further 

epidemiological studies should be done in various patient 

groups to investigate OCI as a global issue in order to modify 

necessary screening procedures. 

In this study, 100 hemophilia participants were enrolled. 

All patients included in the study were negative for HBsAg, 

HIV and positive for HCV antibody. After 12 weeks of 

DAAs therapy and achieving SVR, HCV RNA was detected 

in 3% of PBMCs samples from hemophilia patients 

indicating the OCI despite sustained viral clearance. Thus, 

tracing HCV RNA in PBMCs is necessary to predict the 

response to antiviral therapy, including DAAs regimens. All 

three patients with OCI had HCV subtype 3a before DAAs 

treatment, and all were treated with DCV/SOF + RBV. 

Subsequently, this finding was in agreement with the 

findings of Wang et al. (2019), reporting that the onset of 

OCI is more frequent in patients with Genotype 3 [41].  

Another important point of this study was that one of the 

participants (1%) showed a genotype difference between 

plasma and PBMCs samples. This was in accordance with 

the mixed HCV genotypes because of multiple blood 

transfusion and plasma injection history [39-41]. Thus, 

PBMCs may present different subtypes other than plasma 

specimens indicating persistent infection. Risk groups, 

including hemophilia patients receiving large amounts of 

blood and clotting factors, might result in the mixed infection.  

In conclusion, 3% of Iranian hemophilia patients (95% 

CI: 0.006-0.085) DAAs were positive for OCI, confirmed by 

positive results of the one-step RT-PCR method for PBMCs 

samples. Statistical data showed a significant association 

between OCI and genotype 3/drug regimens (p 

value=0.0203). One participant (1%) showed a genotype 

difference in plasma and PBMCs samples. This is in 

accordance with the mixed HCV genotype infection 

resulting in unresponsiveness to antiviral treatment and late 

relapse. Thus, it is essential to perform further studies with a 

large number of participants in the field of OCI on high-risk 

groups such as hemophilia patients. Generally, HCV 

infection is one of the treatable causes of liver disease, and 

investigating the prevalence and diagnosis of OCI in high-

risk patients, including hemophilia patients, is critically 

important. 

 

ACKNOWLEDGMENT 

We thank Iranian Comprehensive Hemophilia Care 

Center for preparation of the human samples. 

 

CONFLICT OF INTEREST 

The authors declare that there are no conflicts of interest 

associated with this manuscript. 

 

REFERENCES 

1. Kaźmierczak J, Pawełczyk A, Cortes KC, Radkowski M. 

Seronegative hepatitis C virus infection. Arch Immunol Ther Exp. 

2014; 62 (2): 145-151. 

2. Farahani M, Bokharaei‐Salim F, Ghane M, Basi A, Meysami P, 

Keyvani H. Prevalence of occult hepatitis C virus infection in 

Iranian patients with lymphoproliferative disorders. J Med Virol. 

2013; 85 (2): 235-240. 

3. Helaly GF, Elsheredy AG, Mousa AAEB, Ahmed HKF, 

Oluyemi AE-GS. Seronegative and occult hepatitis C virus 

infections in patients with hematological disorders. Arch Virol. 

2017; 162 (1): 63-69. 

4. Mousavi SH, Khairkhah N, Bahri TD, Anvar A, Saraji AA, 

Behnava B, et al. First report of prevalence of blood-borne viruses 

(HBV, HCV, HIV, HTLV-1 and Parvovirus B19) among 

hemophilia patients in Afghanistan. Sci Rep. 2019; 9 (1): 7259. 

5. Thrift AP, El-Serag HB, Kanwal F. Global epidemiology and 

burden of HCV infection and HCV-related disease. Nat Rev 

Gastroenterol Hepatol. 2017; 14 (2): 122. 

6. Lohmann V, Hoffmann S, Herian U, Penin F, Bartenschlager 

R. Viral and cellular determinants of hepatitis C virus RNA 

replication in cell culture. J Virol. 2003; 77 (5): 3007-19. 

7. Kieffer TL, Kwong AD, Picchio GR. Viral resistance to 

specifically targeted antiviral therapies for hepatitis C (STAT-Cs). 

J Antimicrob Chemother. 2009; 65 (2): 202-12. 

 [
 D

O
I:

 1
0.

29
25

2/
Jo

M
M

ID
.8

.1
.1

 ]
 

 [
 D

ow
nl

oa
de

d 
fr

om
 jo

m
m

id
.p

as
te

ur
.a

c.
ir

 o
n 

20
25

-1
0-

22
 ]

 

                               4 / 6

http://dx.doi.org/10.29252/JoMMID.8.1.1
http://jommid.pasteur.ac.ir/article-1-247-en.html


 Molecular Study of Occult Hepatitis C Infection 

J Med Microbiol Infect Dis                                              5                                                          2020 Vol. 8 No. 1 

8. Sarrazin C, Zeuzem S. Resistance to direct antiviral agents in 

patients with hepatitis C virus infection. Gastroenterology. 2010; 

138 (2): 447-62. 

9. Ghany MG, Strader DB, Thomas DL, Seeff LB. Diagnosis, 

management, and treatment of hepatitis C: an update. Hepatology. 

2009; 49 (4): 1335-74. 

10. Martinot‐Peignoux M, Stern C, Maylin S, Ripault MP, Boyer 

N, Leclere L, et al. Twelve weeks posttreatment follow‐up is as 

relevant as 24 weeks to determine the sustained virologic response 

in patients with hepatitis C virus receiving pegylated interferon 

and ribavirin. Hepatology. 2010; 51 (4): 1122-6. 

11. Kapadia SN, Johnson P, Schackman BR, Bao Y. Hepatitis C 

treatment uptake by new prescribers after the introduction of 

direct acting antivirals. J Gen Intern Med. 2019; 1-3. 

12. Kapadia SN, Marks KM. Hepatitis C management 

simplification from test to cure: a framework for primary care 

providers. Clin Ther. 2018; 40 (8): 1234-45. 

13. Shah N, Pierce T, Kowdley KV. Review of direct-acting 

antiviral agents for the treatment of chronic hepatitis C. Expert 

Opin Investig Drugs. 2013; 22 (9): 1107-21. 

14. D'Ambrosio R, Della Corte C, Colombo M. Hepatocellular 

carcinoma in patients with a sustained response to anti-hepatitis C 

therapy. Int J Mol Sci. 2015; 16 (8): 19698-712. 

15. Bastani MN, Keyvani H, Esghaei M, Monavari SH, Ebrahimi 

M, Garshasebi S, et al. Prevalence of occult hepatitis C virus 

infection in Iranian patients with beta thalassemia major. Arch 

Virol. 2016; 161 (7): 1899-906. 

16. Castillo I, Pardo M, Bartolomé J, Rodríguez-Iñigo E, Lucas 

SD, Salas C, et al. Occult hepatitis C virus infection in patients in 

whom the etiology of persistently abnormal results of liver-

function tests is unknown. The J Infect Dis. 2004; 189 (1): 7-14. 

17. Castillo I, Rodriguez-Inigo E, Bartolome J, De Lucas S, Ortiz-

Movilla N, Lopez-Alcorocho J. Hepatitis C virus replicates in 

peripheral blood mononuclear cells of patients with occult 

hepatitis C virus infection. Gut. 2005; 54 (5): 682-685. 

18. Castillo I, Rodríguez-Iñigo E, López-Alcorocho JM, Pardo M, 

Bartolomé J, Carreño V. Hepatitis C virus replicates in the liver 

of patients who have a sustained response to antiviral treatment. 

Clin Infect Dis. 2006; 43 (10): 1277-83. 

19. Yousif MM, Elsadek Fakhr A, Morad EA, Kelani H, Hamed 

EF, Elsadek HM. Prevalence of occult hepatitis C virus infection 

in patients who achieved sustained virologic response to direct-

acting antiviral agents. Infez Med. 2018; 26 (3): 237-43. 

20. Castillo I, Bartolomé J, Quiroga JA, Barril G, Carreño V. 

Diagnosis of occult hepatitis C without the need for a liver biopsy. 

J Med Virol. 2010; 82 (9): 1554-9 

21. Bokharaei‐Salim F, Keyvani H, Monavari SHR, Alavian SM, 

Madjd Z, Toosi MN. Occult hepatitis C virus infection in Iranian 

patients with cryptogenic liver disease. J Med Virol. 2011; 83 (6): 

989-95. 

22. Barril G, Castillo I, Arenas MD, Garcia-Valdecasas J, Garcia-

Fernandez N, Gonzalez-Parra E, et al. Occult hepatitis C virus 

infection among hemodialysis patients. J Am Soc Nephrol. 2008; 

19 (12): 2288-92. 

23. Thongsawat S, Maneekarn N, Kuniholm MH, Thungsuputi A, 

Lumlertkul D, Bannachak D, et al. Occult hepatitis C virus 

infection during an outbreak in a hemodialysis unit in Thailand. J 

Med Virol. 2008; 80 (5): 808-15. 

24. Youssef SS, Nasr AS, El Zanaty T, Rawi E, Sayed R, Mattar 

MM. Prevalence of occult hepatitis C virus in egyptian patients 

with chronic lymphoproliferative disorders. Hepat Res Treat. 

2012; 2012: 1-6 

25. Baid-Agrawal S, Schindler R, Reinke P, Staedtler A, Rimpler 

S, Malik B. Prevalence of occult hepatitis C infection in chronic 

hemodialysis and kidney transplant patients. J Hepatol. 2014; 60 

(5): 928-33. 

26. Keyvani H, Bokharaei-Salim F, Monavari SH, Esghaei M, 

Toosi MN, Fakhim S. Occult hepatitis C virus infection in 

candidates for liver transplant with cryptogenic cirrhosis. 

Hepatitis Monthly. 2013; 13 (8): e11290 

27. Castillo I, Martinez-Ara J, Olea T, Madero R, Hernández E, 

Bernis C, et al. High prevalence of occult hepatitis C virus 

infection in patients with primary and secondary glomerular 

nephropathies. Kidney Int. 2014; 86 (3): 619-24. 

28. De Marco L, Manzini P, Trevisan M, Danielle F, Balloco C, 

Pizzi A, et al. Prevalence and follow-up of occult HCV infection 

in an Italian population free of clinically detectable infectious 

liver disease. PLoS One. 2012; 7 (8): e43541. 

29. Gatserelia L, Sharvadze L, Karchava M, Dolmazashvili E, 

Tsertsvadze T. Occurrence of occult HCV infection among Hiv 

infected patients in Georgia. Georgian Med News. 2014; 226: 37-

41. 

30. De Marco L, Gillio-Tos A, Fiano V, Ronco G, Krogh V, Palli 

D. Occult HCV infection: an unexpected finding in a population 

unselected for hepatic disease. PLoS One. 2009; 4 (12): e8128. 

31. Bigaud M, Maurer C, Vedrine C, Puissant B, Blancher A. A 

simple method to optimize peripheral blood mononuclear cell 

preparation from cynomolgus monkeys and improve mixed 

lymphocyte reactions. J Pharmacol Toxicol Methods. 2004; 50 (2): 

153-9. 

32. Ohno O, Mizokami M, Wu RR, Saleh MG, Ohba K, Orito E. 

New hepatitis C virus (HCV) genotyping system that allows for 

identification of HCV genotypes 1a, 1b, 2a, 2b, 3a, 3b, 4, 5a, and 

6a. J Clin Microbiol. 1997; 35 (1): 201-7. 

33. Pham TN, MacParland SA, Mulrooney PM, Cooksley H, 

Naoumov NV, Michalak TI. Hepatitis C virus persistence after 

spontaneous or treatment-induced resolution of hepatitis C. J 

Virol. 2004; 78 (11): 5867-74. 

34. Barril G, Castillo I, Arenas MD, Espinosa M, Garcia-

Valdecasas J, Garcia-Fernandez N. Occult hepatitis C virus 

infection among hemodialysis patients. J Am Soc Nephrol. 2008; 

19 (12): 2288-92. 

35. Rutter K, Hofer H, Beinhardt S, Dulic M, Gschwantler M, 

Maieron A. Durability of SVR in chronic hepatitis C patients 

treated with peginterferon‐α2a/ribavirin in combination with a 

direct‐acting antiviral. Aliment Pharmacol Ther. 2013; 38 (2): 

118-23. 

36. Moor AC, Dubbelman TM, VanSteveninck J, Brand A. 

Transfusion‐transmitted diseases: risks, prevention and 

perspectives. Eur J Haematol. 1999; 62 (1): 1-18. 

 [
 D

O
I:

 1
0.

29
25

2/
Jo

M
M

ID
.8

.1
.1

 ]
 

 [
 D

ow
nl

oa
de

d 
fr

om
 jo

m
m

id
.p

as
te

ur
.a

c.
ir

 o
n 

20
25

-1
0-

22
 ]

 

                               5 / 6

http://dx.doi.org/10.29252/JoMMID.8.1.1
http://jommid.pasteur.ac.ir/article-1-247-en.html


Agi, Asghari, Namvar et al. 

J Med Microbiol Infect Dis                                                6                                                         2020 Vol. 8 No. 1 

37. Abdelrahim SS, Khairy R, Esmail MAM, Ragab M, Abdel‐

Hamid M, Abdelwahab SF. Occult hepatitis C virus infection 

among Egyptian hemodialysis patients. J Med Virol. 2016; 88 (8): 

1388-93. 

38. Naghdi R, Ranjbar M, Bokharaei-Salim F, Keyvani H, Savaj 

S, Ossareh S. Occult hepatitis C infection among hemodialysis 

patients: A prevalence study. Ann Hepatol. 2017; 16 (4): 510-3. 

39. Carreño V. Seronegative occult hepatitis C virus infection: 

Clinical implications. J Clin Virol. 2014; 61 (3): 315-20. 

40. Carreño V, Bartolomé J, Castillo I, Quiroga JA. New 

perspectives in occult hepatitis C virus infection. World J 

Gastroenterol. 2012; 18 (23): 2887. 

41. Wang Y, Rao H, Chi X, Li B, Liu H, Wu L, et al. Detection of 

residual HCV RNA in patients who have achieved sustained 

virological response is associated with persistent histological 

abnormality. EBioMedicine. 2019; 46: 227-235. 

 

Cite this article: 

Agi E, Asghari S, Namvar A, Khairkhah N, Naderi N, Anvar A, Azizi Saraji A, Bolhassani A. Molecular Study of Occult 

Hepatitis C Infection among Iranian Hemophilia Patients Treated with Direct-acting Antiviral Agents. J Med Microbiol Infect 

Dis, 2020; 8 (1): 1-6. DOI: 10.29252/JoMMID.8.1.1 
 

 [
 D

O
I:

 1
0.

29
25

2/
Jo

M
M

ID
.8

.1
.1

 ]
 

 [
 D

ow
nl

oa
de

d 
fr

om
 jo

m
m

id
.p

as
te

ur
.a

c.
ir

 o
n 

20
25

-1
0-

22
 ]

 

Powered by TCPDF (www.tcpdf.org)

                               6 / 6

http://dx.doi.org/10.29252/JoMMID.8.1.1
http://jommid.pasteur.ac.ir/article-1-247-en.html
http://www.tcpdf.org

